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Introduction

Nowadays, RNA biopesticides is a new perspective way of plant protection = The main goal of our research project is to identify the factors which affect
which can spread on a wide range of pathogens such as fungi, viruses and  dsRNA synthesis in Phi6 which divides our work into two projects:

insects. In our research project we are optimizing the synthesis of double-

stranded RNA(dsRNA) with a specified nucleotide sequence which happens I. To identificate Phi6 genes which stimulate the growth of certain
inside of the Phi6 - defective bacteriophage amplified in certain Pseudomonas Pseudomonas and to track if the additional quantities of Phi6 genes
bacteria. dsRNA impacts on a synthesis of vital proteins in plants pest by increase the growth of bacteria and therefore the dsRNA synthesis.
triggering RNA interference in these organisms which actually intercepts the

synthesis and leads to death of the pathogenic organisms targeted by the 2. To study the affect of the bacterial protein YajQ on dsRNA synthesis.
dsRNA.
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Results
‘What is the role of bacterial YajQ protein in dsRNA

Do Phi6 proteins support growth of
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Figure 4. Comparison of threshold
cycles for Phi-6 PI gene and bacterial | —
YajQ genes

Figure 7. Copy number of phi6 dsRNA produced by
P. savastanoi and P. citronellolis
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Figure 7. Amplifti?ation curves
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Conclusion 2: Synthesis of dsRNA is increasing in P. savastanoi as the temperature increases from

Figure 1. Growth of P. citronellolis bacteria producing Phi6- and TMV-specific &sRNA 23°C to 28°C. This effect was not observed for P. citronellolis. As there is a correlation between
expression of YajQ gene and dsRNA in P. savastanoi, we can conclude on the direct effect of YajQ
oh 5h 6h 7h gene on dsRNA systhesis.
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Figure 2. Titration of viable cells producing Phi6- and TMV-specific dsRNAs
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Conclusion 1: P. citronellolis cells producing Phi6-specific M- and S- conservation
dsRNA segments grow faster than the cells producing TMV-specific W
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dsRNAs and the viable cell count is 10-fold higher. It seems that

gene(s) responsible for this effects are encoded by the S-segment of
Phi6.
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Conclusion 3: The YajQ proteins are highly conservative in their structure.
At the amino acid level 26% of YajQ sequences are differnt between P. savastanoi and P. citronellolis
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