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[yMaHun3auuna aHTuten Mbillen, HanpasneHHbiX Ha SARS-CoV-2 RBD

ABSTRACT RESULTS

Humanisation is a method of modifying animal antibodies by combining
human and non-human seguences in order to make them suitable for
therapeutical use. The main goal is to keep strong antigen binding while
avolding immune rejection. This involves careful design of antibody
regions, including both the complementarity-determining regions

We detected the highest level of binding in UM2U,
some binding in UMUM, UMU2, UM3 and a little
binding in M2U2, M2UM, M3U. Thus, we can conclude
that FR2 is essential for binding affinity.
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Picture1 Picture shows a schematic and 3p Mouse and human FRs to find analysis of structural contributions to antigen recognition.
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""" Graph2 Graph shows a comparison of ED50 values for our antibody mutants relative
to the positive control (msH-msL).
L AlS CONCLUSIONS
[ 6. *"FR 2 and middle part of FR 3 are crucial for antigene binding
“*Antibody UM2U can be tested in vivo and perhaps be used as
\\, a treatment in future
“*Identical scheme can be applied to other viruses
“
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1. Fragments PCR. 5. HEK transfection MCMONb30BaTb B KAYECTBE fiIeveHns B OyayLLeM
2. Cloning 6. ELISA “gg" opeHTnuHaa cxeMa MoXKeT ObITb MpMMeHeHa K ApyrmM Bupycam
3. Bacterial transformation /. Spectrophotometry

4. Plasmid extraction and colony PCR o :
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