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CELLID’s COVID-19 vaccine platform

Adenovirus type 5/35 (Ad5/35) cellid’s proprietary vector backbone
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CELLID’s COVID-19 Vaccine: Current Clinical Trials
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AdCLD-CoV19-1 OMI SARS-CoV-2 Booster dose Vaccine

(Omicron variant Vaccine) B.1.1.529 Spike — (Corr?p!eted.cllnlcal phase 2

administration 2023.02.09)

Developed AdCLD-CoV19-1 OMI, a vaccine against Omicron BA.1 variant using a replication-

deficient recombinant adenovirus serotype 5/35 platform, completed phase 2 clinical

administration on February 9, 2023, and scheduled to apply for phase 3 clinical trial around April.




Response to variants: Variant Vaccine Library

* Table 1. Variant-specific vaccine library * Table 2. Pseudovirus library for neutralization test

Variants Pseudovirus Manufacturing Evaluation

Vaccine construction &

Variants . . .
animal immunogenicity study - Wild type Completed Completed
Wild type Completed Variants common B'1'1g'f18611'$521'fp'1f Completed Completed
Beta Completed a/plycommon  B.1.17/B1351P.1 Completed  Completed
Gamma Completed Bly common B.1.351/P.1 Completed Completed
Delta Completed Beta (partial variant) B.1.351 (Partial) Completed Completed
L bd c leted Delta (partial variant) B.1.617.1(Partial) Completed Completed
ambda ompiete Delta (partial variant) B.1.617.2(Partial) Completed  Completed
Mu Completed Alpha B.1.1.7 Completed Completed
BA.1 Completed Beta B.1.351 Completed Completed
Gamma P.1 Completed Completed
BA.2 Completed Delta B.1.617.2 Completed  Completed / \
BA.2.12.1 Completed Delta plus AY.1 Completed Completed .
BA.4.1 Completed (Delta subtype) AY.4 Completed ~ Completed * By using Ad5/35 platform, we have
AY 4.2 Completed Completed . . e
BA.5 Completed AY 43 Completed  Completed constructed different variant-specific
BA.2.75 Completed AY.69 Completed Completed . .

BA46 ongoing Lambda C 37 Completed  Completed vaccines for emerging threats (Table 1).
— h Mu B.1.621 Completed Completed . -
BA.2.75.2 Ongoing IHU B.1.640.2 Completed  Completed « Ad5/35 platform can be easily modified to
BF.7 Dngoing Omicron BA.1 Completed Completed ; nd variants bv replacin nticen t

BQ.1 Ongoing Stealth Omicron . AB;'122 ) g°mp'9t°d Completed espond variants by replacing antigen to
2.12. ompleted Completed
BQ.1.1 Completed BA.4.1 Completed Completed that of VOCs.
BN.1 Completed BA.4/BA.S Completed Completed N ] o
XBB Completed BA.2.75 Completed ~ Completed + Additionally, we have various lentivirus-
BA.4.6 Completed Completed .
XBB.1.5 Completed BA.2.75.2 Completed ~ Completed based pseudotyped virus to test the
XBB.A1 Ongoing BF.7 Completed Completed . L. .
BA.2.3.20 onaoin BQ.1 Completed  Completed immunogenicity of our vaccine (Table 2).
&3 going Omicron subvariant BQ.1.1 Completed  Completed -
CH.1.1 Ongoing BN.1 Completed ~ Completed It enables us to facilitate the process of
XBF Onagoin XBB Completed Completed )
gong XBB.1 Completed Completed vaccine development.
XBB.1.5 Completed Completed K /
BA.2.3.20 Completed Completed
CH.1.1 Completed Completed
XBF Ongoing Ongoing




Preclinical studies of Omicron subvariant vaccine ‘AdCLD-CoV19-1 OMYV’

* Immunogenicity of Omicron subvariant vaccines after single administration

Neutralizing Ab responses (Pseudovirus NT)
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Clustering based on the variant sequence and the immunogenicity of the vaccine

 COVID-19 variant spike sequence phylogenetic tree * COVID-19 variant spike antigenic cartography map
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- Through the variant sequence and antigenic cartography map-based clustering produced by cross-neutralization

activity, we selected BA.5 and BA.2.75 specific vaccines as the first candidate for the multivalent vaccine.




Multivalent vaccine 15t candidate: BA.5/BA.2.75 bivalent vaccine

IC50 (GeoMean)

* Neutralizing Ab responses after single administration
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- By BA.5/BA.2.75 bivalent vaccine, the neutralizing antibody activity generally increased including the BN.1,

BQ.1, and XBB1.5 that are currently prevalent in the world.

- A wide range of neutralizing antibodies was produced, and antigenic distance was reduced.




Multivalent vaccine 15t candidate: BA.5/BA.2.75 bivalent vaccine
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Clustering based on the immunogenicity of the vaccine

COVID-19 variant spike antigenic cartography map (Single shot)
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Trivalent vaccine using XBB, BN.1, and BQ1.1
specific vaccines was selected as the second
candidate for multivalent vaccine through the
variant sequence and antigenic cartography
map-based clustering produced by the cross-

neutralization activity.
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Multivalent vaccine 2"d candidate: XBB/BN.1/BQ1.1 trivalent vaccine

IC50(GeoMean)

Immunogenicity of Omicron subvariant vaccines after single administration
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By XBB/BN.1/BQ1.1 trivalent vaccine, a wide range of neutralizing

antibodies was produced, and antigenic distance was reduced.




CELLID’s COVID-19 vaccine platform : Competitiveness

Long-term efficacy

* Induction of neutralizing Ab and T cell

AdCLD-CoV19-1 immune response

AdCLD-CoV19-1 OMI

Competitive cost

Available at a lower cost compared to other
vaccines such as mRNA vaccine
Suitable for middle to low-income countries

=)

Convenient storage and distribution

« Stored and distributed at 4 °C
» Cold-chain system not required

SARS-CoV-2 Ag

(Spike gene) _
Fast development and manufacturing process

* Rapid response to COVID-19 variants or
emerging threats
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